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CANCER GROWTH AND DISSEMINATION
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Table1l List of differential exosormal miRMNAs accumulated
more than tenfold at week 5 ws. week 1 storage time of RBC
sUuspensions

i RMNLA week 5 log, weelk 1 log, week 5 ws. P value
mean signal meamn signal week 1 fold
change

hsa-miR- S 2265 1.7901 2322030 o001 e
SE824-5p

hsa-miR- = 3.3319 220159 00022
6716-5D

hsa-miR-1246 2400 3.9677 21.5962 O.O00=21

hsa-miR- 59238 26953 18.7462 C.o0020
930-5

hsa-miR- SA4835 3.2970 182076 00021
A4433-2

hsa-miR- &.6045 2.5412 16.7191 00025
A701-3p

hsa-miR- 59334 1.29205 1817428 R gy |
6849-5D

hsa-miR-595 5. 7245 1.9235 1293295 O.0024

hsa-miR- &.0808 2.2974 127697 O.0023
150-3p

hsa-miR- 5.6850 1.9355 124458 0.0023
TRA4-55

hsa-miR- 8.3634 45340 13.2639 Q0025
67298 5D

hsa-miR-4s89 L9570 4. 269400 12.9339 O.00=1

hsa-rmiR- e.1168 2. 4509 12.6924 0.0028
1180-3p

hsa-miR- 54298 1.8050 122269 O.0024
2064-5pD

hsa-miR- &.5773 3.0099 11.8550 0.0029
1225-5p

hsa-rmiR- 56768 2.2801 10.531 7 0.002F
6219-5pD

hsa-miR-1268kb FI3IT09 40387 100714 00037
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CD4 + T cells

miR-6716-5p




Neutrophil Activation

M1 polarization

M2 polarization

miR-1246

M1 macrophage polarization

M2 macrophage polarization /
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